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Figure 2 (cont.) 

Cycle number 

c 




10 15 20 25 30 35 40 45 
Cycle number 



Dilution of mutant DNA 



1,000 



100 



♦ KRAS2VA 

— KRAS2VA0 
KRAS2 1:100 

— KRAS2 1:1,000 
p53 1:1 

— p53 1:10 
p53 1:100 

— p53 1:1,000 




10 15 20 25 30 35 40 45 
Cycle number 



WO 2005/092038 



4/31 



PCT/US2005/009391 



u 

OA 



oo 
O 





T A 




u o 




H < 


o 


o <-> 




Ol o 


H 

m 


H < 


CO 


O u 


O 


O o 




▼ A 




U o 




H << 




O o 


< 


Ol o 


in 


H < 




<D O 

o ° 



CO 



WO 2005/092038 



5/31 



PCT/US2005/009391 





WO 2005/092038 



6/31 



PCT/US2005/009391 




15 "I 1 r 



^ * 

Dilution of mutant plasmid 



WO 2005/092038 PCT/US2005/009391 

7/31 



Figure 5 
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Figure 5 (cont) 
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Figure 7 A 
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Figure 7B 
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Figure 12 
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Figure 15 
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Figure 17 
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Figure 19 



A. Standard curve for quantification 
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Figure 22 
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Figure 23 
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Figure 26 
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